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ERRATUM
Identification of cancer genes using a statistical framework for multi-experiment analysis of non-discretized
array CGH data
Christiaan Klijn, Henne Holstege, Jeroen de Ridder, Xiaoling Liu, Marcel Reinders, Jos Jonkers and
Lodewyk Wessels
Nucleic Acids Res. (2008) 36, e13
The Publisher would like to apologize for the error in the Methods Online paper above, in which a reference was
not cited.
Reference 18 in the ﬁrst instance text should refer to:
Shah,S.P., Lam,W.L., Ng,R.T. and Murphy,K.P. (2007) Modeling recurrent DNA copy number alterations in array
CGH data. Bioinformatics, 23, i450–i458.
All other instances of reference 18 refer to the correct citation.
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